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important resource for the international research community. Currently 
there are two operational undulator beamlines: 24ID-C - fully tunable 
in the energy range from 6 to 22keV (cover most element edges for 
phasing) and 24ID-E - fixed energy at ~12.66keV (optimized for Se 
SAD experiments). These operational beamlines are currently open to 
NE-CAT members and general APS users. 
Both undulator beamlines are fully equipped with state-of-the-
art instrumentation for its users. MD2 microdiffractometers installed 
at both the beamlines provide very clean beams from 5 microns to 
100 microns in diameter and have exceptional sample visualization 
systems capable of visualizing micron-sized crystals with extreme 
clarity. Large-area CCD-based ADSC Quantum 315 detectors at both 
beamlines not only provide the best diffraction data, but also make 
it possible to resolve large unit cell dimensions. Both beamlines are 
equipped with ALS style robotic sample mounting systems, thereby 
making screening of large numbers of crystals much faster and less 
effort intensive. A new software suite RAPD provides data collection 
strategies and quasi-real time data integration and scaling through 128 
core computing cluster. A simple automated MR/SAD pipeline for 
rapid structure solution is implemented. Users of the beamlines are 
supported by experienced resident crystallographers and have access to 
a full suite of data processing and structure analysis. A fully equipped 
chemistry laboratory and cold-room are also available for users.
NE-CAT facility is used to focus on NE-CAT research on structural 
studies involving technically challenging crystallographic projects. In 
order to meet these needs several novel hardware and software ideas 
are implemented. A summary of beamline capabilities, technology, 
scientific highlights and details of availability will be presented.
NE-CAT maintains a website at http://necat.chem.cornell.edu/. 
Funding for NE-CAT is provided through P41 grant from the 
National Center for Research Resources and from the NE-CAT member 
institutions.
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We study the possibility of imaging small cluster of atoms or 
single molecules [1] by intense and short x-ray free electron laser 
pulses. Lately, the first hard x-ray free electron laser (LCLS) came 
into operation. Experiments on this line have been started. In the first 
experiments 20-50 nm resolution is the best expectation, but ultimately 
atomic resolution is the goal. In the nm scale the radiation damage is 
not a problem within the time window of the probe pulse. However, 
going into the few Å resolution range, the motion of atoms in the 
samples during the x-ray pulse has to be taken into account. The other 
difficulty in single molecule imaging is that the 3D diffraction pattern 
has to be compiled from the measured 2D patterns with unknown 
orientation. However, the determination of the orientation of 2D 
patterns is hindered by the low statistics of individual measurements. 
This can be circumvented by sorting the patterns into classes, in which 
every particle has the same orientation. We studied both of the above 
problems. Using our special molecular dynamics tool we model the 
motion of atoms in biological specimens, and we give limits to pulse 
parameters [2,3]. Concerning the classification problem, we worked out 
a special quality threshold approach, which allows the classification of 
realistic large data sets within a practical time scale [4]. 
[1] R. Neutze et al., Nature, 2000, 406, 752. [2] Z. Jurek, G. Faigel, M. Tegze, 
European. Physics Journal. D, 2004, 29, 217. [3] Z. Jurek, G. Faigel, European 
Physics Letters, 2009, 86, 68003. [4] G. Bortel, G. Faigel, M. Tegze, Journal of 
Structural Biology, 2009, 166, 226.
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The phase I macromolecular cystallography (MX) beamlines at 
Diamond Light Source [1] are continually undergoing improvement. 
To bring together many of the developments by Diamonds scientific 
and technical staff a major upgrade project has been undertaken to 
incorporate the best of the original sample environment, goniometry 
and end-station alongside recent developments and to introduce 
microfocus optics to the phase I MX beamlines. To this end the end-
station has been redesigned to accommodate all the new features and 
provide a stable, adaptable platform for the future.
One of the biggest changes to the beamlines is the addition of tools 
to facilitate mini- and micro-focus beams. An aperture based system 
has been incorporated which allows masking of the incoming beam 
to 5 - 20 microns. In addition, beam microfocusing at discrete energy 
ranges has been added by the use of compound refractive lenses. 
This gives a focussed beam of approximately 10 x 5 microns (h x v) 
with a flux density of ~5 x 1015 ph/mm2/sec at 12.7 keV. These two 
upgrades individually and in combination bring a new dimension 
to the experiment types possible for users of Diamonds MX phase I 
beamlines.
For the sample environment we have retained the excellent 
goniometer and shutter which combined with the stable beam provided 
by the machine has to date given superb data quality yet added improved 
sample centering stages to give more accurate and quicker sample 
centering. In the near future in-situ plate screening and data collection 
will also be possible in this set-up. The goniometer and sample 
environment have been reconfigured and designed to accommodate 
the recently installed Pilatus 6M detector on I03 and the mini-kappa 
crystal positioning system with no collisions when fully open through 
full rotation when using standard SPINE pins. The end-station will 
continue to be combined with the fast and reliable ACTOR robot 
system with rapid sample pre-centering via an industrial vision system 
incorporated into the end-station. Sample visualisation is achieved with 
an improved on-axis viewing system which has a fast zoom, a stable 
mounting system and the possibility to upgrade cameras readily.
To assist investigations of sample environment on room temperature 
crystals a new support has been developed which allows the easy 
exchange by users from the cryojet, used for traditional low temperature 
data collection, to the humidity controller I (HCI) for investigations of 
crystal quality and data collection at room temperature and the effect of 
dehydration on diffraction quality.
First results from these advances on the recently commissioned set-
up on I04 will be presented. Beamlines I03 and I02 will upgraded this 
year with the same developments.
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